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Aspirations 

• I have a limited budget to conserve habitats and retain biodiversity; tell 

me about the genetic diversity of the populations in those habitats to 

guide my decision. 

• I study the function of the XYZ1 gene; using molecular polymorphism 

data, I wish to relate the chemical environments of the organisms that 

have a copy of the gene to its functional organisation. 

• I need a single molecular identification technique that will allow me to 

discriminate between individuals, family groups, populations, ecotypes, 

species, genera, etc. 

• As an ecologist, I wish to understand evolutionary mechanisms that 

lead to tolerance of a particular environmental challenge 
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Technology development http://www.ebi.ac.uk/ena/ 



Mapping taxonomies 

• 167,793 EBI taxa map to CoL taxa: 

• 150,995 direct mappings 

• 16,798 more complex 

• 665,007 EBI taxa do not map to CoL 
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Technical outputs 

• Granular access 

• User-facing warehouse, based on large analytical database, supporting daily 

content refresh, rapid query response times and high volume 

• Presented as RESTful service 

• Supports many concurrent filterable fields (100s) with no heavy impact on 

query time 

• Filter functions include taxonomic, special, temporal, text and dictionary 

• Outputs include data in a variety of formats, including report tables 

• http://www.ebi.ac.uk/ena/about/browser#data_warehouse 

• Various data products 

• Taxonomy dumps (e.g. DWCA) 

• Mapping products 



Taxon Portal 

http://www.ebi.ac.uk/ena/dat

a/warehouse/search?portal

=taxon 



Taxon Portal entry points 

http://www.ebi.ac.uk/ena/data/warehouse/search?portal=taxon 

RESTful 



Marker Portal 

http://www.ebi.ac.uk/ena/data/warehouse/search?portal=marker 



Marker Portal 

http://www.ebi.ac.uk/ena/data/warehouse/search?portal=marker 
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